Emergence of a Multidrug-Resistant Hypervirulent Pasteurella multocida ST342 Strain with a flor-carrying Plasmid.
To date very few hypervirulent and multi-antibiotic-resistant strains have been reported. This study report the first hypervirulent and multi-antibiotic-resistant P. multocida multilocus sequence typing strain (ST) 342 GH161213 isolated from Pekin duck in China. MIC values were confirmed by guidance of the CLSI (VET01-A4, 2013). Determination of the P. multocida GH161213 median lethal dose (LD50) by mouse models and ducklings. The plasmid pRCAD0338PM-1 was transferred to E. coli J53Azr. The whole genome sequence of P. multocida GH161213 was obtained using Illumina HiSeq 2500 system. Resistance genes were analysed using CARD databases. GH161213 is a hypervirulent strain with median lethal dose (LD50) of <10 colony forming units (CFUs) in mouse models and ducklings. Meanwhile, it also has a high level of multi-antimicrobial resistance.It contains a small conjugative plasmid with flor gene-mediated florfenicol resistance. Meanwhile, it contains multiple resistance mechanisms. The genome sequence of P. multocida GH161213 reveals multi-drug resistance. It's the first repoted hypervirulent and multi-antibiotic-resistant P. multocida.